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Figure 3. Contamination-screening phylogenetic tree. The maximum-likelihood phylogenetic tree
constructed from the Small Subunit ribosomal RNA (SSU), inferred from a curated dataset generated
in the present study, comprises SSU sequences of putative non-Amoebozoan contaminants retrieved
from genomes and transcriptomes available in the P10K database, along with reference sequences
from the PR" database (indicated by PR IDs), identified through BLAST+ similarity searches using the
putative contaminant SSU sequences as queries. Phylogenetic reconstruction was conducted using
IQ-TREE v2.3.6, with ModelFinder identifying the best-fit substitution model (TN+F+I+G4). Node
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559  support was assessed using both ultrafast bootstrap (UFBoot) and the Shimodaira—Hasegawa
560  approximate likelihood ratio test (SH-aLRT). Support values are reported as SH-aLRT / UFBoot, with
561 values 280/95 considered indicative of strong support. For clarity, high-support values are omitted in
562 this figure, as well as support values for nodes above the one indicated by the arrow, which are
563 represented mostly by flat branches. The complete tree, including all support values, is shown in Figure
564  S6. The taxonomic identification of Amoebozoa taxa corresponding to the displayed P10K ID codes is
565 shown in parentheses.
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584 Figure 4. Summary of Amoebozoa P10K database sample counts by taxonomic group, focusing
585 on the key parameters used to evaluate the data. A. presence of SSU or COI. B. BUSCO
586  completeness score. We considered the BUSCO score of each sample as originally provided in the
587  P10K database and reported in Gao et al. (2024). C. contamination by another eukaryotic lineage. D.
588 sample quality assessment. Higher-quality samples are defined as those with SSU (and COI in the
589  case of Arcellinida), a BUSCO score 250%, and no contamination identified based on the SSU. Lower-
590 quality samples are those that require decontamination or further sequencing prior to reliable
591 downstream analysis. The bars represent the total number of Amoebozoa samples in the P10K
592  database available for each taxonomic group. The samples considered as higher quality are highlighted
593  in the Supplementary Information — Table S1.
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Dictyostelium discoideum JF930944.5 PR2

P10K-NCBI-001194 Dictyostelium citrinum OH494
Dictyostelium citrinum JF930954.5 PR2

P10K-NCBI-002012 Dictyostelium rosarium M45
Dictyostelium rosarium AM168065.1 PR2

P10K-NCBI-002013 Dictyostelium brefeldianum TNS-C-115
P10K-NCBI-002062 Dictyostelium capitatum 91HO50
Dictyostelium brefeldianum AM168030.1 PR2

Dictyostelium capitatum AM168032.1 PR2
P10K-NCBI-001731 Dictyostelium purpureum P1B1
Dictyostelium purpureum LC159265.1 PR2
P10K-NCBI-002063 Dictyostelium gargantuum MYA-3825
Dictyostelium gargantuum GQ496161.1 PR2
P10K-NCBI-001186 Polysphondylium violaceum QSvill

B P10K-NCBI-001094 Dictyostelium discoideum AX4

B

Acanthamoeba astronyxis HQ007041.1 PR2

P10K-NCEI-001558 Acantham

Acantnamosta pyrformis KX840327.1 PRo
P10K-NCBI-001356 Acanthamoeba healyi
— Acanthamoeba royreba AF239299.1 PR2

[ P10K-NCBI-001355 Acanthamoeba fenticulata

P10K-NCBI-001360 Acanthamoeba rhysode
Acanthamocoa leniciata U34734.1 PR

! PAOK-NCBI-001361 Acanthamosba divionensis
ndoni Pb30/40

Centramoebia

thamoeba lenticulata 26330
PIOK m:n 001568 Acanthameeba fenticulats PT-14
B

001359 Acanthamoeba
acanihamonta sastelot U000 5 PR

P10K-NCBI-002238 Acanthamoeba casteflanii Namur
P10K-NCBI-001448 Acanthamoeba polyphaga Linc Ap-1

Acantnamosta castellnl 04314771 PR
amoeba quina
aconihamoons frangulars AFSLGRE7 1 PR
P10K-NCBI-001358 Acanthamoeba polyphaga
365

Polysphondylium fuscans 1X173877.1 PR2 e o e
Polysphondylium violaceum 0P310985 1 PR2 ‘Acanthamoeba castellani AEYA01002259.6 PR2
P10K-NCBI-002156 Cor PL0K-NCBI-001146 Acanthamoeba castellanii Neff
Coremiostelium polycephalum HQ141490 il PR2

P1OK-NCBI-001384 Balamuthta mandrilaris CDC-V039

P10K-NCBI-001740 Speleostelium caveatum

P10K-NCBI-002155 Synstelium polycarpumi(c
Synstelium polycarpum AM168057.1 PR2
P10K-N(I:BI-001347 Acytostelium subglobosum LB1
Acytostelium amazonicum HQ141510.1 PR2 i v
26.5/6 Acytostelium magnisorum HQ141513.1 PR2 Eumycetozoa
P10K-NCBI-001739 Heter
i gIaleterostellum multicystogenum HQ141506.1 PRZ
P10K-NCBI-002154 Acytostelium sp.
Acytostelium digitatum AM168114.1 PR2
P10K-NCBI-002153 Rostrostelium ellipticum
Rostrostelium ellipticum HE614595.1 PR2
84.9/71 P10K-NCBI-002157 Cavenderia deminutiva
Cavenderia deminutiva AM168092.1 PR2
P10K-NCBI-001563 Protostelium mycophagum ATCC
Protostelium mycophagum F1766448.1 PR2
P10K-NCBI-001665 Protostelium aurantium var. fun
Protostelium aurantium F1766464.1
84.1/85 P10K-NCBI-001343 Mastigamoeba balamuthi ATCC 309&4 I

Mastigamoeba balamuthi L23799.1
P10K-NCBI-002230 Mastigamoeba balamuthi
Mastigamoeba punctachora JX157653.1 PR2
P10K-NCBI-001655 Entamoeba moshkovskii
P10K-NCBI-001152 Entamoeba dispar SAW760
Entamoeba dispar OP524421.1 PR2
8L P10K-NCBI-001215 Entamoeba invadens IP1
P10K-NCBI-001485 Entamoeba histolytica HM1:
Entamoeba histolytica AB426549.1
Entamoeba nuttalli MH626560.1 PR2
P10K-NCBI-001150 Entamoeba histolytica HM-:
Entamoeba histolytica AAFB02000685.1 PR2

P10K-NCBI-002111 Pelomyxa schiedti
—| E Pelomyxa belevskii JX157663.1 PR2
Pelomyxa palustris JX157666.1 PR2 .

P10K-NCBI-002442 Filamoeba nolandi
fﬂ%%/amoeba nolandi AY714368.1 PR2

——91.2/93

Filamoeba sinensis AY714369.1 PR2
Flamella aegyptia EU186021.1 PR2
Leptomyxa reticulata AF293898.1 —_
Leptomyxa variabilis KT945250.1 PR2 0.2

Wy Reassigned taxonomic identification [C] putative chimeric genome based on S5U

. Refined taxonomic identification Intra-Amoebozoa Contamination

. More conservative taxonomic identification

Balamuthia mandrilaris LFUI01000963.

Cunea profundata KPS628:
s Bofundats kbseas
Coneg thuwala KPS628

P10K-NCBI-002454 Stygam:
stysemochai il S 5

OK-MW-000317 M:
0663 Mayoreia 55
W-000278 Mayorell
286 Mayorella

Tiok: -000:
PLOK-MW-000309 Mayorella

Plokwnoosss (i it

P10K-MW-000279 Korotnevella sp. @)
Korotnevella jeppesenii KP7!9185 l PR2

Korotnevella venosa.

PA0K-NCO1-001583 Par E—

uide
mocba ongipodia WF157366.1 PRS.
0ICNCRT 002353 Paramosta s B

Paramoeba atfantics IN202436.1
PLOK.NCB1-002347 Paramosba o

sillfera abyssalis MH34301!

Vexilifera tasmaniana HQ6B7485.1 pxg

e
5697
L—— cochiiopogium mins K1569702.1 PR2

P10K-NCBI-002449 Armaparvus languidus

Armaparvus languidus EU273458.1

03

Japonica IN638032.1 PR2
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P10K-MW-000931 Arcella sp.T
P10K-MW-000261 Arcella sp.Q
P10K-MW-000376 Arcella sp.C
P10K-MW-000657 Arcella sp.

P10K-MW-000885 Arcella sp.
P10K-MW-000310 Arcella sp.0
P10K-MW-000516 Arcella sp.
Arcella vulgaris HM853761.1 PR2
P10K-MW-000284 Arcella sp. i
}_P10K~MW-000532 Arcella sp. sphaerOtheCIna
Arcella gibbosa JF694278.1 PR2
— Arcella vulgaris HM853762.1 PR2
P10K-MW-000597 Arcella sp.
P10K-MW-000606 Arcella sp.
P10K-MW-000608 Arcella sp.
P10K-MW-000599 Arcella sp.
P10K-MW-000313 Arcella sp.(C]
P10K-MW-000254 Arcella sj
Arcella hemisphaerica EU273445.1
P10K-MW-000444 Arcella sp.
P10K-MW-000668 Arcella sp.
P10K-MW-000255 Arcella sp.
P10K-MW-000257 Arcella sp.
P10K-MW-000487 Arcella sp.
P10K~MW~000502 Arcella sp.

PR2

rcella sp. @
Galenpara sp SRX22296411

94.3/93.

sp.k
PlDK-MW-OOOSOO Arcella sp.
100/94 ' P10K-MW-000971 Arcella sp.
P10K-MW-000617 Arcella sp.

Cyclopyxis sp. SRX22296390
P10K-MW-001073 Netzelia sp.@
P10K-MW-000492 Netzelia sp.
10K-MW-000258 Netzelia sp.
Netzelia corona KY273251.1
Netzelia tuberspinifera KM975700.1
P10K-MW-000267 Netzelia sp.
,_|55 1/98 L P10K-MW-000282 Netzelia sp.@
i Netzelia JQ366068.1 PRZ
Netzelia wailesi JQ519509.1 PR2
P10K-MW-000403 Netzeliidae
P10K-MW-000560 Netzeliidae
P10K-MW-000443 Netzeliidae@®
Netzelia gramen JQ366053 1 PR2
P10K-MW-001072 ( sp. -
Cyclopyxis lobostoma SRR844777
P10K-MW-000441 Netzeliidae % 0
P10K-MW-000433 Neuelndaet

P10K-MW-000508 Longithedna.
P10K-MW-001071 Lon: na®
Lesquereusia mimetica SRX5254817
Difflugia compressa SRX5254819
49/9;10K MW-000941 Incertae sedis %
_E E4/gz Argynnia dentistoma EU392158.1 PR2
Physochila griseola 1Q366069.1 PR2

10K-MW-000983 Hyalospheniidac IO
P10K-MW-000430 Quadrulella sp.Cd

Planacarlna carinata SRX5254815
Hyalospheniformes

o1 Nebsla ansata HM050413.1 PR2
70.5/65 Hyalosphenia papilio EU392153.1 PR2
Ve P10K-MW-000426 Quadrulelia sp.%(Cl
Badrulella symmetrica 105195111 PR2
Apodera vas EU392156.1
Nebela lageniformis EU392155.1 PR2
P10K-MW-000427 Quadrulella sp.t
P10K-MW-000314 Centropyxidae

Incertae sedis

T

PlﬂK—MW-ooﬂsz Centropyxldae

Excentrostoma

Centropyxis sp. SRR8447772

Centropyxis aculeata SRR8447770
P10K-MW-000603 (Paramoebidae sp. -

Cryptodiffiugia operculata JF694280.1 PR2

Phryganella acropodia MT274321.1

Phryganella paradoxa MF497375.1 PR2

P10K-MW-000390 Polychaos annulatum

P10K-MW-000387 Saccamoeba sp.

Saccamoeba lacustris IN112797.1 PR2

Saccamoeba limax EU869301.1 PR2

Copromyxa protea 1Q271677.1 PR2

Amoeba proteus AJ314604.1 PR2

65.3/89

Euamoebida

61.8/88

Chaos carolinense AJ314607.1 PR2
Chaos carolinense 1Q519502.1 PR2
Amoeba Ienlngradens:s AJ314605.1 PR2
Chaos nobile AJ314606.1
P10K-MW-000944 Euamoebldal
P10K-MW-000535 Euamoebida
67.4/96 P10K-MW-000536 EuamoebidaC]

10/90 00 P1OK-MW-000397 Euamoebidall
P10K-MW-000288 EuamoebidalliC
P10K-MW-000378 Euamoebida il
P10K-MW-000467 EuamoebidaC
P10K MW-000256 Euamoebidall

76,3/91

P10K-MW-000303 Leptomyxa sp.[Cl
P10K-MW-001045 Leptomyxa sp.
P10K-MW-000305 Leptomyxa sp.l[C
Leptomyxa reticulata AF293898.1
Leptomyxa variabilis KT945250.1 PR2

Leptomyxida

0.2

Intra-Amoebozoa
contamination

* Reassigned taxonomic identification . More conservative taxonomic identification

Putative chimeric genome based on SSU

. Refined taxonomic identification

Arcella cf. vulgaris MW9603961.
0K-MW-000601 Arcella sp.
P10K-MW-000602 Arcelia sp.
P10K-MW-000600 Arcella sp.
8 P10K-MW-000971 Arcella sp.
0/65] P1OK-MW-000599 Arcella sp.
P10K-MW-000446 Arcella sp.
Arcella cf. vulgaris MW960398.1
P10K-MW-000597 Arcella sp.
P10K-MW-000608 Arcella sp.
P10K-MW-000606 Arcella sp.
P10K-MW-000374 Arcella sp.
Eioje P10K-MW-000617 Arcella sp.
P10K-MW-000668 Arcella sp.
P10K-MW-000257 Arcella sp.
P10K-MW-000487 Arcelia sp.
Arcella sp. SRR19610297
9 PIOK MW-000404 Arcella Sp [ ]
P10K-MW-000254 Arcelia sp.
P10K-MW-000444 Arcella sp.
Arcella sp.MW960377.1
P10K-MW-000532 Arcella sp.
P10K-MW-000283 Arcella sp.
732703, P1OK-MW-000284 Arcella sp.
‘Arcella uspiensis SRR5396453
P10K-MW-000261 Arcella sp.[C]
P10K-MW-000885 Arcella sp.
P10K-MW-000376 Arcella sp.[C]
P10K-MW-000516 Arcella sp.
P10K-MW-000657 Arcella sp.
P10K-MW-000310 Arcella sp.g]
Arcella conica MW960401.1
Arcella cf. vulgaris MW960390.1
| P1 33

Sphaerothecina

Arcellidae

| P10K-MW-000441 Netzeliidae %[C]
P10K-MW-001073 Netzelia sp. @
Netzelia Dvlfarm/s SRRE447768
Netzelia 46328
P10K-MW-000538 Sphaerotheclnal

Netzeliidae

Drfﬂug/a nodosa Q7 |
Difflugia pyriformis O
Difflugia bryophila SRR5396439
Zlvkov!cla sp 0L549139 1

0OL549
Lesquerusia spiralis 5RRB447769
P10K-MW-000530 Galeripora sp. #
Galeripora naiadis MW960404.1
Galeripora sp. SRR26595465

45.8/62-._

Sphaerothecina

Galeripora bathystoma MW960387.1 i
Galeripora polypora MW960380.1 Arcel lldae
r71.3/57 BT 6/EOPM)K MW-000262 Centropyxidae [C
Cencropyxls blatta 0Q631081
259 Centropyxi Excentrostoma

(]
PlOK MW-000313 (Arcella sp. Arcellinida:Tubulinea) AQ
Plagiopyxis callida OL549126.1
Centropyxis aculeata OL549142.1
Centropyxis sp. SRX5254816
Awerintzewia sp. OL549135
viscidula OL549128
i ia gracilis 0L549123
P10K-MW-000430 Quadrulella sp.[CC]
P10K-MW-000427 Quadrulella sp.g
P10K-MW-000426 Quadrulella sp.%(C]
Quadrulelia
Quadruella symmetrica SRR11962139
Quadrulelia alata KU179625
Quadrulella quadrigera KU179629
Certesella martiali IN849064
Nebela gimlii KP083298
Longinebela meisterfeldi JN849053
Planocarina carinata IN849038
Hyalosphenia elegans KP691341
Mrabella subcarinata KU179622
Gibbocarina galeata IN849059
Cornutheca ansata IN849054
Alabasta militaris MH616624
Apodera angatakere MZ615186
Alocodera cockayni IN849069
Padaungiella lageniformis IN849065
P10K-MW-000941 Incertae sedis &
Argynnia sp. Q6 0Q631083
e Cylindrifflugia acuminata 1BF9SAAODL
Cyl ndrlfﬂugla acuminata OL549146
Tz P10 47 Phr sp.
Phryganella cf. acropodia SRR26595479
Phryganella acropodia A SRR26595477
operculata SRR5396442
Heleopera sylvatica SRR8447775 -
sphagni SRR
L Heleopera lucida comb. nuv SRX22296408
Microcorycia aculeata 'SRX22296413
Microchlamys patella SRX5254802
— Spumochlamys sp. SRX22296405
Sp

ol

Hyalospheniformes

Incertae sedis

s bryora SR 96404
Organoconcha

Pyxidicula operculata SRR8447777

Saccamoeba sp LC102286

50.5/96 Hartmannella cantabrigiensis LC102285
Copromyxa sp LC102283

Copromyxa protea LC102284

Outgroup
0.1
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P10K-MW-000462 (} i sp. - Ar inida: T i ) "
Peniciflium sp. KM096271.1 PRZ Fung|
P10K-NCBI-002438 (Trichosphaerium sp. - Corycidia:Tubulinea)
Preussia sp. L11101000032.1 PR2
-MW- 3 (P
Malassezia restricta KC671163.1 PR2
Phanerochaete chrysosporium AF026593.1 PR2
P10K-NCBI-001144 (Dictyostelium purpureum - Eumycetozoa:Evosea)
P10K-MW-000261 (Arcella sp. - Arcellinida: Tubulmea)
P10K-MW-000398 (L sp. T )
P10K-MW-000399 (Kor sp. - F inia:Di )
Rozellomycota sp. AB695466.1 PR2
P10K-MW-000281 (Netzeliidae sp. - Arcellinida:Tubulinea)
Rozellomycota sp. AY916638.1 PR2
—— P10K-MW-000332 (Mayorella sp. - Flabellinia:Discosea)
L Chytridiales sp. INO54670.1
P10K-MW-000262 (Centropyxidae - Arcellinida: tubullnea)
Rozellomycota sp. AB468674.1 PR2
P10K-MW-000390 (. - iebida:Ti i )
Rozellomycota sp. A3506030 1 PR2

bid T N )

sp. - F

Drosophila melanogaster NR 133559.1
80.1/88 $ —— P10K-MW-000824 (Korotnevella sp. - Flabellinia:Discosea)
L—— Ablabesmyia rhamphe U48384.1 PR2
I Caenorhabditis elegans AY268117.1 PR2
—183.7/64 P10K-NCBI-002155 (_Synstelium polycarpum - Eumycetozoa:Evosea)
Howardula aoronymphium AF519224.1 PR2
Homo sapiens NR 003286.4 PR2
P10K-MW-000413 ( sp. - F inia:Di: ) Metazoa
P10K-MW-000326 ( sp. - F inia:Di )
o/87 Mus musculus AC170254.7 PR2
Gallus gallus DQ018752.1 PR2
P10K-NCBI-001150 ( ba hi: ytica - Ar Variosea)
21258 Schistosoma sp. FN364192.6 PR2
P10K-MW-000310 (Arcella sp. - Arcellinida:Tubulinea)
P10K-MW-000309 (Mayorella sp. - Flabellinia:Discosea)
Liposcelis brunnea AY630473.1 PR2
P10K-MW-000447 (Phryg - Ar inida: T i ) o i
’34.9/?'? Fisculla terrestris KP728379.1 PR2 Cercozoa (Rhizaria)
Cercozoa sp. FN598356.1 PR2
P10K-MW-000931 (Arcella sp. - Arcellinida:Arcellinida) » i
L Heterophrys marina AF534710.1 PR2 Centroplasthelida (Haptista)
Centroplasthelida sp. FN598373.1 PR2
_|7—0><ytrlch\dae EF024278.1 PR2 -
10K-MW-000687 ( sp. - inia:Di ) Ciliophora (Alveolata)
P10K-MW-000306 (L i sp- - L yxida:T: i )
83.3/68 Coleps hirtus MT253687.1 PR2
P10K-MW. 3 (Pal sp. - F inia:Di )
Tetrahymemda sp KJ028513 1 PRZ
P1OK-MW- 3 (F 'mes - Ar )
- Cyrtolophosis mucicola EU039899 1 PR2

P10K-MW-000295 (Mayorelia sp. - Flabellinia:Discosea)
Pseudomicrothorax dubius X65151.1 PR2
P10K-MW-000328 (Longamoebia sp. - Flabellinia:Discosea)
Obertrumia georgiana X65149.1 PR2
79.210p1 0K-MW-000822 (Paramoebidae sp. - Flabellinia:Discosea)
P10K-MW-000467 (Euamoebida sp. - Tubulinea)
Vorticellides aquadulcis 1Q723990.1 PR2
Sessilida sp. AB902071.1 PRZ

P10K-MW-| 87 (Kor sp. i )
P10K-MW-000453 (Di i p. - Ar ini T i )
P10OK-MW-( 000492 ( ia sp. - Ar inida:T i )
P10K-MW- 3 ( sp. - F inia:Di )
Licmophora sp. MH040316.1 PR2 L
: Stramenopila

i P10K-MW-000374 (Arcella sp. - Arcellinida:Tubulinea)
R2

Staurosira mutabilis AM497720.1 P!
P10K-MW-000430 (Quadrulella sp. - Arcellinida:Tubulinea)
Poteriospumella lacustris MN945083.1 PR2

P10K-MW-000441 (Netzelii sp. - Arcellinida:Ti inea)
Oikomonas sp. AY520451.1 PR2
P10K-MW-001028 (Par i sp. - F ini i )]
P10K-MW-001025 ( sp. - F inia:Di )

P10K-MW-000687 (' sp. - F inia:Di )
Paraphysomonas sp. KX100590.1 PR2
Paraphysomonas sp. AF109325 1 PRZ

P10K-MW-000259 (Cer - Ar T )
P1OK-MW-| 001072 (Paramoebu:lae sp. - Flabellinia:Discosea)
3/100
G‘an/omanas sp. LCO00677.1 PR2 CryptoDhyta
Goniomonas sp. AY705740.1 PR2
Goniomonas sp. AY705739.1 PR2
Cryptomonas borealis LC647555.1 PR2

i .1 PR2
i Balamuthia mandrilfaris LFUI01000968.1 PR2
P10K-NCBI-001389 Balamuthia mandrillaris

[ P1OK-MW- 36 (| sp. - Ti )
Broussonetia papyrifera ]F317359 1 PR2 i
P10K-MW-000306 (L Y sp. - L yxida:Tubulinea) Archaeplastida

P10K-MW-000314 (Centropyxidae - Arcellinida:Tubulinea)

P10K-MW-000303 (L sp. - L T ) i’ ;

P10K-MW-000266 (Mayorella sp - Flabelllma :Discosea) MagnollOpSlda

P10K-MW- 88 ( T ) ;

P10K-MW-000272 (Mayorella sp - Flabellln Discosea) (flowering plants)

\ P10K-MW-000271 (Mayorella sp. - Flabellinia:Discosea)

P10K-MW-000305 (Leptomyxa variabilis - Leptomyxida:Tubulinea)

P10K-MW-000317 (Mayorella sp. - Flabel Discosea)

P10K-MW-000276 (Mayorella sp - Flabell |a Dlscosea)

P10K-MW-000267 ( )

P10K-MW-000304 (Leptomyxlda Tubullnea)

P10K-MW-000273 (L SiF i )

P10K-MW-000293 (Kor sp. - F inia:Di )

Pisum sativum U43011.1 PR2

Medicago sativa MWMB01000162.1 PR2

Lens culinaris JI846315.6 PR2

P10K-MW-000376 (Arcella sp. - Arcellinida:Tubulinea)

P10K MW-000313 (Arcella sp. - Arcellinida:Tubulinea)

95.3/66 - P10K-MW-000430 (Quadrulella sp. - Arcellinida:Tubulinea)
66.6/63. Chlamydomonas chlamydogama OM985703.1 PR2 Chlorophyta
78.3/103 p10K-MW-000254 (Arcella sp. - Arcellinida:Tubulinea) I
Volvox gigas LC086363.1 PR2 (green algae)
Chlamydomonas isabeliensis LC380239.1 PR2
P1OK-MW-| 000426 (Quadrulella sp. - Arcelh ida:Tubulinea)

P10K-MW-000258 (; sp. - Ar inea)
Mesotaenium caldariorum X75763.1 PR2 Streptophyta
P10K-NCBI-001146 Acanthamoeba castellanii Neff

Acanthamoeba castellanii M13435.1 0.2
Amoebozoan outgroup -
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Arcellinida Arcellinida| S G2 3
Arcellinida(COI) Euamoebida| 1 7 A
Euamoebida Leptomy Xicl2 | 1 S
Lepromyxida COrY il |00
Cvc;r:;;'i: Variose | S
EgyestoTEn Eumy cetozo 2 | 2 e 2
Archamoebae Archamoeba e | 1 S
Cutosea CUtOS € 2 | 1
Flabellinia Flabe ! 1 i )| s S 7 2 D
Centramoebia Centramoebia| A
0% 20% 40% 60% 80% 100% 0% 20% 40% 60% 80% 100%
m SSU or COI present mSSU or COI absent m Non-contaminated samples m Contaminated samples
C Arcellinida | I S D Arcellinida
Euamoebida | s e S Euamoebida
Leptomyxida | s Leptomyxida
CONrY il 2 | 1 Corycidia
Variosea | 1 S Variosea
Eumycetozoa | S Eumycetozoa
Archamoeba e | 1 | S Archamoebae
CUtOS 2 | 0 Cutosea
Flabellinia | n 2 O s S O Flabellinia
1 S

Centramoebia
%o 20% 40% 60% 80% 100% 0% 20% 40% 60% 80% 100%

Centramoebia

(=]

0
w BUSCO score >50% m BLUSCO score <50% m Higher-quality samples m Lower-quality samples
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